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Fig. 1. Cellular pathways involved in
HERZ2 signal transduction, growth
regulation and trastuzumab binding site.

Breast cancer is the most frequent cancer of women. In some breast cancers, the
HERZ2 (human epidermal growth factor receptor 2) gene is amplified and over
expressed. Patients with HERZ over expressing tumors have poorer prognoses than
other types of breast cancer. Recently progress has been made and a targeted

The ability to reliably identify patients who might benefit from trastuzumab treatment is
not only important for clinical reasons such as positive clinical effects as well as the
possibility of severe adverse events like cardiotoxicity. At the moment two types of
tests are performed to assess the HERZ2 status. The first one relies on immuno
histochemistry (IHC) where a specific antibody against HERZ2 is used to investigate the
overexpression of HER2. The second method is employing fluorescence in situ
hybridization (FISH) for this purpose. We propose to use our nanomechanical
microcantilever arrays to do the analysis in parallel.

HERZ2 positive tumors is available for treatment.
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Fig. 6. Total RNA from two different tumors extracted from tissue samples. We were able to
are measured. The green curve corresponds distinguish a benign fibroadenoma from a potentially fatal
to a benign fiboroadenoma and the red curve : . ductal : hich :
corresponds to a dangerous invasive ductal mvaswe_ uctal carcinoma WwnicC requires a more
carcinoma. The two samples can be clearly aggressive therapy.
distinguished.
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